shown in blue, interacting with the primer strand, while residue Arg 416 is shown in light blue/white, since it is not establishing any interactions with the 3'-primer terminus. The three possible mechanisms for polymerization on a gap longer than 1 nt are shown at the right. Scheme A illustrates the scrunching mechanism, with the formation of a bubble in the template strand (in this case containing only one flipped-out nucleotide (T2) downstream to the polymerization site. This mechanism has been observed for Polλ in several crystal structures (31). Scheme B shows the dislocation mechanism, in which the bubble formed in the template strand is located immediately upstream to the polymerization site. The T1 nucleotide, the first templating base, is flipped-out and T2 is directing incorporation of the incoming nucleotide, and thus a frameshift is being generated. In scheme C the slippage mechanism is depicted. This last option also implies the formation of a bubble in the template strand upstream to the polymerization site, but in this case maintained by the new pairing stablished between the 3' terminus of the primer and the T1 position, given that T0 and T1 bases in the template strand are identical. 
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